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(rDNA) OHIREE KM KEH (RFLP) 2412 &0,
AE OBEETEEE SOV 2372, A. alternata
ORFHRE SNHFREHIIAFHOMIZ 6 DMEN T B
(Nishimura and Kohmoto, 1983b ; Otani and Kohmoto,
1992)c INHWERHD 12 THSF VEEBE T,
rDNA @ RFLP i BRI B TAMTH L I L
A HE ST 5 (Adachietal., 1993), ARAFZFE
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FRBEOIRE TR IR BN HITH @ & /3 2 [ T 19994
7H 2 BIZAT o720 FREBBOWREIE0a THY, HFE
RE—HEEsSRE I TV, BERIS T T AL
YR % 63 AR, VWAL YD 1WRBEZ BRI 72,
X512, FAESDSHEPEEERC 1 AKREY, 0O
HEOERHEZFI L 720 TN OFBEE#H 5 mm 1Y)
HWiRL, 70%T %/ —VICBRRREO®, 1% 7T 57+
VI V30~ 1 SHERIERIT - 720 REKRE L7-WH
ZET7 v AR (11 D7 2 X30g, ¥ o= E40g,
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B MRS 5D DNA i, Adachi & (1993) ©J
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